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BioinfoGRID

First Step
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Some questions..

How the application is installed ?
RPM

tar-ball ?

We have gathered a well-experience to package the
application through a spec file

How the application has to run?
batch mode, interactive, etc
Requirements

What input are requested?
What output is produced?
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BioinfoGRID

Second Step
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BioinfoGRID

With all the information collected during the first
phase the ClassAD and the bash script, used to
submit the job to the grid, will be created.

Executable = "/bin/sh";
Arguments = "start ball.sh";
StdOutput = "ball.out";
StdError = "ball.err";

InputSandbox = {"start ball.sh","ball.pov","ball.ini"};
OutputSandbox = {"ball.out","ball.err","final ball.gif"};
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BioinfoGRID

Third Step
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BioinfoGRID

Integration on GENIUS web portal of the needed
services to manage the application.

XML files

lopt/genius/enginframe/plugins/genius/ WEBAPP
A folder of each VO supported by GENIUS

Action procedures (shell scripts, etc.)
lopt/genius/enginframe/plugins/genius/bin/vo
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List of the applications integrated

MAGIC
EGEODE
CODESA-3D
hadronTherapy
GEMS

GATE

GA4ts
PATSEARCH
gMOD

Scilab
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CODESA-3D on GENIUS

CODESA-3D (COupled variable Density and SAturation 3-
Dimensional model) is a model based on detailed
mathematical representations of physical, chemical, and
biological processes that governs water flow.

This model is used in order to evaluate the seawater intrusion in
coastal aquifers.

For further information about CODESA-3D contact: Giuditta
Lecca (CRS4) giuditta@crs4.it
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foefine
codegaid multi
Bl codezalid

JOBID. PATH=§{CENIUS

codesald list

scho "defie

#Build a 11
echo "<afic

cat S{GILDA

echo. "</af:y
#acho "<ef:
odezaid-Productiong
echo "<afio
aftoption="
echo "<efio
echo "<efio
#acho "<ef:
echo "</=f:
#echoe "<ef:

the group table for the
job gro

CODESA-3D Multli ERun

BEGIN

Codesaldd Multi run.

up table=5{GENIUS USER WORKDIR}/.multi job group table ${EF USER} ${CURRENT R

<efinane>CODESLA-3D Inputs Settings/ef:name
<efraction id="submit" lahel="""2
§EF_ROOT /plugins/infngrid/bin/gildasecodesaid/codesaidyrid. sh gilda-codesaid-list-subnit-mlti
Lefrresult type="tfext/ /xml" />
</efractions
<fefrservices

Zefigervice id="gilda-codesaid-list-subnit-nulti™ authority="globuz">-
<ef:info>=Please, confiqure the inputs setting to start the production.<br/=<br/>

<h=Note: <£/bXx (%) ¥You hawve to insert an unique production name.<br/=<br />
<fefrinfal
<efioption id="codesa3dd _description file™ label="Choose a job to submit™ type="list”/ >
<ef:roption id="Codesa3dd Production Name™ label="Production Name™ type="text” extra=" (¥)">=</efioption-
<efioption id="Data_3Jet”™ label="Data Jet” tcype="1ist"/ >
<efioption id="zeta_axis"” label="Zeta axiz walue™ type="text”™ extra=" for the root's graphics.">=0.l</ef:option-
<efioption id="Number Cycles™ label="Number of Funs" type="list"/>
<efraction id="submit" lahel=""Create the data-set and start the Production-

$EF_ROOT/plugins/infngrid/bindgildasecodesaidd/codesaddgrid. sh gilda-codesa3dd-list-subnit-next-multi
<efiresult type="text/=xml" />
<L/efractiorns-
<fefrservice>

<efrserwvice id="gilda-codesa3d-queus-maltci'
<efinane>CODERL-3D Inspect Status<d/ef:namel
<efraction id="submit" lahel="Codesa3id Queues>
$EF ROOT/pluginz/infngrid/bin/gildascodesaid/codesaddgrid. shogilda-codesa3d-multi-Jjob-queue
<ef:result Type="tLext /xml" />
<L/efractiorns
<fefrservice>

authority="globus">=
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BioinfoGRID
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GATE on GILDA

BioinfoGRID

GATE is a C++ platform based on the Monte Carlo Geant4
software that has been designed to model nuclear medicine
applications.

A Monte Carlo simulation is a particular simulation that
generates values for uncertain variables over and over to

simulate a model.
In order to treat patients with the best accuracy, Monte
Carlo simulations are the best tools to model and planify
the tumor treatment.

By using the grid it's possible to reduce the computing time of
the Monte Carlo simulations.

The simulations are parallelized on the Grid by splitting the
number of events necessary to run Monte Carlo simulations.
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PATSEARCH on GILDA

PatSearch is a flexible and fast pattern matcher able to
search specific combinations of oligonucletide and
secondary structure elements.

It is able to find, in a given sequence(s), kinds of loop
structures that characterize tRNAs, rRNAs (hairpin loop,
stem loop with bulges or internal loops) and/or any kind of
pattern in DNA and protein sequences.

By using the grid it's possible to reduce the computing time of
the simulations.

The simulations are parallelized on the Grid by splitting the
number of events necessary to run simulations.
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Questions...

BioinfoGRID
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