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RATIONALE 

It is now clear that wiki systems offer a variety of advanta-
ges for the management of biological data and informa-
tion. Some of the specific aims of wikis for biology (bio-
wikis) include: 
 

• Collaborative development and sharing of knowledge 

• Collaborative annotation of database contents 

• Collaborative creation of database contents 

 
The collaborative development and sharing of docu-
mentation and knowledge allows communities to pro-
mote, exploit, discuss and reach consensus on informa-
tion, procedures, data, experiences, news, and other va-
ried information. This aim is motivated by the awareness 
that valuable expertise and interests in special topics are 
usually distributed, and are rarely concentrated in a uni-
que site or research group. The objective is the imple-
mentation of high quality compendia on specialist biologi-
cal topics. 
 
The collaborative annotation of biological databases 
leverages the fact that an extended and accurate curation 
of an ever increasing volume of data is extremely costly 
and time consuming. The aim is to improve and extend 
databases curation beyond that which is possible with, 
typically, a small number of curation staff. It allows users 
to contribute their expertise, experiences, observations 
and results independently of the database organization 
and staff. Users can control this extended curation, cor-
recting and updating the archives in a timely manner. Al-
though contents of the database are collaboratively anno-
tated, databases themselves are left unchanged. 
 
The collaborative creation of community database 
captures emerging structure in rapidly developing fields. 
These database-wikis are indexes of biologically relevant 
data that emerge from focused and rapidly developing 
communities. They form a stopgap between unstructured 
discussion in fora and on mailing lists and the 'mature' 
databases that emerge subsequently. They can be useful 
for discerning trends and promoting best practices, but 
often, by their nature, collect unique and important infor-
mation. 

TOPICS 

The following list is not meant to be exclusive of any 
further topics as stated above. Submitted contributions 
should address one or more of the following topics: 

Wiki development tools  

• Wikimedia 

• Wikimedia extensions 

• Semantic Wikis 

• Wiki-coupled CMSs 

• Other wikis 

 
Arising issues for the biomedical domain:  

• Authoritativeness of contributions and sites 

• Quality assessment 

• Users acknowledgement 

• Stimulatation of quality contributions 

• Authorships management and reward 

• 'Scientific production' value for contributions 

• Management of bioinformatics data types 

 
Wikis and collaborative systems for:  

• Genomics, proteomics, metabolomics, any -omics 

• Proteins analysis and visualization 

• Gene and proteins interactions 

• Metabolic pathways 

• Oncology research 

 
Issues to be tackled by wiki and collaborative research 
for: 

• Genomics, proteomics, metabolomics, any -omics 

• Proteins analysis and visualization 

• Gene and proteins interactions 

• Metabolic pathways 


