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Wednesday - October 12  
Collegio Ghislieri 

 

9.00/10.30 NETTAB Tutorials 

Carlo Combi  

Data Warehouse 
 

10.30/11.00 Coffee break 
 

11.00/12.30 NETTAB Tutorials 

Marco Masseroli  

Search Computing 
 

12.30/13.30 Lunch break 
 

13.30/15.00 NETTAB Tutorials 

Pierre Zweigenbaum  

Natural Language Processing 

 

15.00/15.15 Welcome and introduction 

 

15.15/16.00 Invited speech 

Yves A. Lussier 

Network Models of Mesophenotypes in Per-

sonal Genomics and Targeted Therapies  
 

16.00/16.30 Coffee break 
 

16.30/18.00 Oral communications 

Thursday - October 13 
Collegio Ghislieri 

 
8.45/9.15 Breakfast 

 

9.15/10.00 Invited speech 

Thomas Illig 

From Omics to Systems Biology - an Appro-

ach to Individualized Medicine  

 

10.00/12.30 Poster session  
 

12.30/13.30 Lunch Break 
 

13.30/14.15 Invited speech 

Jan-Eric Litton 

ICT Architectures for Biobanks to Support 

Clinical Research  

 

14.15/15.15 Oral communications 

 

15.15/16.00 NETTAB Special session  

Terry Hannan 

Why clinicians need e-Health 
 

16.00/16.30 Coffee break 
 

16.30/18.00 NETTAB Special session  

Amnon Shabo  

Interoperability - HL7 
 

20.00 Social Dinner 

Friday - October 14 

Castello di Lardirago 

 
8.45 Leaving from Pavia 

 

9.15/10.00 Invited speech 

Shawn Murphy 

Computing our Patients' Future Using Data 

from our Healthcare Institutions  
 

10.00/10.30 Coffee break 
 

10.30/11.30 Panel discussion  

Invited speakers and chairs 

Technology challenges for Clinical Bioinfor-

matics  

 

11.30/12.30 Oral communications 

 

12.30/13.00 Conclusions 
 

13.00/14.00 Lunch Break 
 

14.00/17.30 Visit to La Certosa 

NETTAB 2011  meeting on  Clinical Bioinformatics 

NETTAB is SPONSORED by 


